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(3aR,4S,7R,7aS)-3a,7a- ' A F/L~FH b RE-47-Z A F-2-0 T T -13-DF

(3aR,4S,7R,7aS)-3a,7a-Dimethylhexahydro-4,7-epoxy-2-benzofuran-1,3-dione



BékFE s 304-7-B5
JAN (BEAR%) . X7 /mav
JAN (3% 44) : Zuranolone

C25H35N3z02

1-Ga-t RS 33B- A F/L-20-4F Y -19- ) L-5B-TF L 7 F 2 21-A V) 1H-E' TV —)L-b- LR = kU L

1-(3a-Hydroxy-3p-methyl-20-0x0-19-nor-5p3-pregnan-21-yl)-1 H-pyrazole-4-carbonitrile



HikF s 304-7-B6
JAN (AAA4) 2773 2<7 (RIS FHZ)
JAN (5% #44) : Tafasitamab (Genetical Recombination)

7 X BEAIR T ANVT ¢ RiEE

H 8
EVQLVESGGG LVKPGGSLKL SQAASGYTFT SYVMHWVRQA PGKGLEWIGY 50
INPYNDGTKY NEKFQGRVTI SSDKSISTAY MELSSLRSED TAMYYdARGT 100
YYYGTRVEFDY WGQGTLVTVS SASTKGPSVE PLAPSSKSTS GGTAALG&EG__ 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ 200
TYI?NVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPDVFLEPPK 250
PKDTLMISRT PEVTCVVVDV SHEDPEVQEFN WYVDGVEVHN AKTKPREEQF 300
NSTFRVVSVL TVVHQDWLNG KEYKCKVSNK ALPAPEEKTI SKTKGQPREP 350
QVYTLPPSRE EMTKNQVSLT CLVKGEFYPSD IAVEWESNGQ PENNYKTTPP 400
MLDSDGSFFL YSKLTVDKSR WQOGNVESCS VMHEALHNHY TQOKSLSLSPG 450
K 451

L 85
DIVMTQSPAT LSLSPGERAT LS?RSSKSLQ NVNGNTYLYW FQOKPGQOSPQ 50
LLIYRMSNLN SGVPDRFSGS GSGTEFTLTI SSLEPEDFAV YYéMQHLEYP 100
ITFGAGTKLE IKRTVAAPSV FIFPPSDEQL KSGTASVVCL LNNEFYPREAK 150
VOWKVDNALQ SGNSQESVTE ODSKDSTYSL SSTLTLSKAD YEKHKVYACE 200
VTHQGLSSPV TKSEFNRGEC 219
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BTy AT, BIR X P CD19 €/ 7 u—FAHHRTH Y, ZOMBMERET I~ 7 AT HkK
L, £oOffide b I1gGl WM IgG2 IZHk3 5. H D 122~240 F HILE |k 1gG1 @ CH1 2 TN CH2 R A
A D58, 241~451 FHIXE b 1gG2 O CH2 RA A > DFED OF3 L ONCHI IZFHEY L, 3fHo7T I/
Fere L iE s (S243D, G331A, I336E) SN CWb. ¥ 77 ¥ ~71%, CHO Mifldic LV EAEINS.
27 7B TNE, ASLEOT I JBEIREN S HEH (Y1 O y2 84) 2 KK O 219 o7 2/ Fepk ik
MH7esd L (k) 2 R CTHERSN DX V378 (4rF& : £ 150,000) Th 5.

Tafasitamab is a recombinant anti-CD19 monoclonal antibody whose complementarity-determining regions are
derived from mouse antibody and other regions are derived from human IgG1 and IgG2. In the H-chain, the amino
acid residues at positions 122 — 240 correspond to CH1 and a part of CH2 domain of human IgG1, and 241 — 451
correspond to the rest of CH2 and CH3 domain of human 1gG2, and amino acid residues are substituted at 3 positions
(S243D, G331A, I1336E). Tafasitamab is produced in CHO cells. Tafasitamab is a glycoprotein (molecular weight:
ca. 150,000) composed of 2 H-chains (y1 and y2-chains) consisting of 451 amino acid residues each and 2 L-chains
(x-chains) consisting of 219 amino acid residues each.
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: Teprotumumab (Genetical Recombination)

7 X BEAIR T ANVT ¢ RiEE

H $4

QVELVESGGG VVQPGRSQRL SQAASGFTFS SYGMHWVRQA PGKGLEWVAT 50
IWFDGSSTYY ADSVRGRFTI SRDNSKNTLY LOMNSLRAED TAVYFéAREL 100
GRRYFDLWGR GTLVSVSSAS TKGPSVFPLA PSSKSTSGGT AALGQLVKDY 150
FPEPVTVSWN SGALTSGVHT FPAVLQSSGL YSLSSVVTVP SSSLGTQTYI 200
CNVNHKPSNT KVDKKVEPKS CDKTHTCPPC PAPELLGGPS VFLFPPKPKD 250
TLMISRTPEV TCVVVDVSHE DPEVKFNWYV DGVEVHNAKT KPREEQYNST 300
YRVVSVLTVL HQODWLNGKEY KCKVSNKALP APIEKTISKA KGQPREPQVY 350
TLPPSRDELT KNQVSLTCLV KGFYPSDIAV EWESNGQPEN NYKTTPPVLD 400
SDGSFFLYSK LTVDKSRWQQ GNVFSCSVMH EALHNHYTQK SLSLSPGK 448
L 4

EIVLTQSPAT LSLSPGERAT LSQRASQSVS SYLAWYQQKP GQAPRLLIYD 50
ASKRATGIPA RFSGSGSGTD FTLTISSLEP EDFAVYY&QQ RSKWPPWTFEG 100
OGTKVESKRT VAAPSVFIFP PSDEQLKSGT ASVVCLLNNFE YPREAKVQWK 150
VDNALQSGNS QESVTEQDSK DSTYSLSSTL TLSKADYEKH KVYACEVTHOQ 200
GLSSPVTKSFEF NRGEC 215
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Ko7 n HEE (180 2 KK 215807 I VBRI D70 D L (8 2 KT SN DX L)
7% (41 : K 148,0000 TH 5.



Teprotumumab is a recombinant anti-insulin-like growth factor 1 receptor monoclonal antibody derived from human
IgG1. Teprotumumab is produced in CHO cells. Teprotumumab is a glycoprotein (molecular weight: ca.148,000)
composed of 2 H-chains (y1-chains) consisting of 448 amino acid residues each and 2 L-chains (k-chains) consisting
of 215 amino acid residues each.
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7 X BEAIR T ANVT ¢ RiEE

H $4
EVQLLESGGG LVQPGGSLRL S?AASGFTFS KYIMOWVRQA PGKGLEWVSG 50
|

IDIPTKGTVY ADSVKGRFTI SRDNSKNTLY LOMNSLRAED TAVYYCARAL 100
PRSGYLISPH YYYYALDVWG QGTTVTVSSA STKGPSVFPL APCSRSTSES 150
TAALGCLVKD YFPEPVTVSW NSGALTSGVH TFPAVLQSSG LYSLSSVVTV 200
PSSSLGTKTY TCNVDHKPSN TKVDKRVESK YGPPCPPCPA PEFLGGPSVF 250
LFPPKPKDTL MISRTPEVTC VVVDVSQEDP EVQFNWYVDG VEVHNAKTKP 300
REEQFNSTYR VVSVLTVLHQ DWLNGKEYKC KVSNKGLPSS IEKTISKAKG 350
QPREPQVYTL PPSQEEMTKN QVSLTCLVKG FYPSDIAVEW ESNGQPENNY 400
KTTPPVLDSD GSFFLYSRLT VDKSRWQEGN VFSCSVMHEA LHNHYTQKSL 450
SLSLGK 456
L 85

QOSVLTQPPSA SGTPGQRVTI S?SGSSSNIG RNYVYWYQQL PGTAPKLLIY 50

SNNQRPSGVP DRFSGSKSGT SASLAISGLR SEDEADYYCA AWDASLRGVFE 100
GGGTKLTVLG QPKAAPSVTL FPPSSEELQA NKATLVCLIS DFYPGAVTVA 150
WKADSSPVKA GVETTTPSKQ SNNKYAASSY LSLTPEQWKS HRSYSCQVTH 200
EGSTVEKTVA PTECS 215
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T~ T0x, Bia 2 PUEER M EEE S X K+ (FXIla) £/ 7 a—FAFikThy, &k
9G4 (IZHIk L, HEHD 1 SO 7 I/ BEFRIENEHRL (S237P) S TWb. H 7 X v~ 7%, CHO fifaiz
KVEEIND. HT7F~T1X, 456 DT I VRN HEH (48 2 KL 215807 X/
Rk o2 LB (W8H) 2 AR TR SN DY V78 (4315 : #9149,000) TH 5.

Garadacimab is a recombinant anti-activated blood coagulation factor X1I (FXIla) monoclonal antibody derived from
human 1gG4, whose amino acid residue in the H-chain is substituted at 1 position (S237P). Garadacimab is produced
in CHO cells. Garadacimab is a glycoprotein (molecular weight: ca.149,000) composed of 2 H-chains (y4-chains)
consisting of 456 amino acid residues each and 2 L-chains (A-chains) consisting of 215 amino acid residues each.
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JAN (AA%) : hLIAF=7
JAN (Z& 44) : Tolebrutinib

C2sH25N503

4-7 2 ) -3-(4-7 = ) ¥ 7 = =)V)-1-[(BR)-1-(F 2 7%-2-= ) A W) ERY P34 L]-13-Pk K-
2H-A S X YV[45-ClE ) vr-2-4

4-Amino-3-(4-phenoxyphenyl)-1-[(3R)-1-(prop-2-enoyl)piperidin-3-yl]-1,3-dihydro-2H-imidazo[4,5-c]pyridin-

2-one
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JAN (AA%) : NV RATFTH A
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C33He206

NU(FH )T as8-123- U AL

Propane-1,2,3-triyl tri(decanoate)
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JAN (3% 44) : Bepirovirsen Sodium

19-
[(3'-5') G=mC=A=G=A=d (G=G=T=G=A=A=G=mC=G=A) =A=G=mU=G=mC | 19Na*

X: 2'-0-(2-methoxyethyl)nucleotide o\ S
- - \\/
mX: 2'-0-(2-methoxyethyl)-5-methylnucleotide _ P

d (X) : 2'-deoxynucleotide
d (mX) : 2'-deoxy-5-methylnucleotide
mC: 2'-0-(2-methoxyethyl)-5-methylcytidine

C230H290NggNa190115P19S19

_o ety M) AL, BEFRT A LA (HBV) IZX-oTCEASND T LA ) L RNA Z5ted
AT O mRNA (238 U CIEET D8I CAR AR 72 B0 P 2 95 RNA il (v v 7~—") 7o 5
T UAFVIAX T LATF RTHY, oI FAERM INTZ 20D X 7 L AT REENL 72 5.

paiy

Bepirovirsen Sodium is a sodium salt of a gapmer antisense oligonucleotide inducing target RNA degradation, whose
sequence is complementary to a common region of all types of mRNA including the pregenomic RNA produced by

hepatitis B virus (HBV). Bepirovirsen Sodium consists of partially chemically modified 20 nucleotide residues.
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C20H24N4O2

28)2-({[1-EF N6-(4- A F IV T = ) F NV NH-R 2 A LB — V2 A MAF AT R )T asse7 3R

(25)-2-({[1-Ethyl-6-(4-methylphenoxy)-1H-benzimidazol-2-ylJmethyl} amino)propanamide
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Co6H3sF206

4-{(3S,5aR,6R,7R,8aS)-6-[(1E,3R)-4-(25- 7 /LA 1 7 = ) ¥3I)-3-b K% 7 Z-1-T-1-1 JL]-
7-t RaXo A7 2k Ra2H-v 7 aXU 204 Ftr-3-A N}y T Z U7 aXv-2-14 v

Propan-2-yl 4-{(3S,5aR,6R,7R,8aS)-6-[(1E,3R)-4-(2,5-difluorophenoxy)-3-hydroxybut-1-en-1-yl]-
7-hydroxyoctahydro-2H-cyclopenta[b]oxepin-3-yl}butanoate
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JAN (3% #44) : Fruquintinib
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6-[(6,7-F A FFLFF VU el MYAF LN 2P A FN-1-RU Y T T 3T RF LT IR

6-[(6,7-Dimethoxyquinazolin-4-yl)oxy]-N,2-dimethyl-1-benzofuran-3-carboxamide
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JAN (AA4) vt 771=7
JAN (Z% 44) : Lonafarnib

’ /ﬁ\/’:\)'\l NH2
N

C27Hngr2CIN402

4-(2-{4-[(11R)-3,10- 7 1 E-8-7 1 1-6,11-V b R -5H- YV [5,6]2 7 B ~F H[12-b]E° Y 21 -11-1 /L]
B Pyl A2-FH Y TF N EARY DA ARF ST IR

4-(2-{4-[(11R)-3,10-Dibromo-8-chloro-6,11-dihydro-5H-benzo[5,6]cyclohepta[1,2-b]pyridin-11-yl]piperidin-1-
yI}-2-oxoethyl)piperidine-1-carboxamide

X JAN DIAAOIEHRIZ, 2% L L THERLE L,



